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She has an extensive collaborative research effort in directions that delineate molecular
differences in breast cancers amongst the two ethnic groups (i.e., African Americans and
Caucasians). The overall aim of her research is to identify specific biomarkers most prominent in
these ethnic groups. This would lead to better understanding of breast cancer progression and aid
in the development of a more tailored therapeutic approach leading to better management of breast
cancer in African American women.

Expertise

In particular Dr. Kanaan’s Lab is focused on 1) conducting research to refine the diagnostic
criteria for the basal-like phenotype, particularly as related to cancers in African American women,
while simultaneously identifying molecular features that can be used as markers and clues for
further studies into the pathogenesis of these cancers and 2) the development of novel approaches
for prevention and treatment of breast cancer. Together, these exploratory analyses will provide
clues regarding specific chromosomal regions, and genes within those regions, which are
important for this phenotype of breast cancer; 3) determine associations between metabolic
syndrome and molecular profiles (particularly related to fat metabolism) in breast cancers of
African American women; and 4) using breast cancer cell lines with gene expression patterns
parallel to those of major categories of basal-like breast cancer, to evaluate critical endogenous
lipid metabolic pathways and endogenous growth requirements.



